
Figure label Individual Diet group
Sequencing 

readsa
Community 
CDS reads

% community 
CDS

SB23 CDS 
reads

% SB23 
CDS

HMouse 4 SPM4 LF/PP 6,032,931 300,119 4.97 3,279 0.05
HMouse 5 SPM5 LF/PP 6,155,818 238,947 3.88 1,821 0.03
HMouse 7 SPM7 LF/PP 2,230,739 343,233 15.39 3,393 0.15
HMouse 8 SPM8 LF/PP 4,264,399 283,557 6.65 3,188 0.07

HMouse 15 SPM15 Western 3,942,266 157,624 4.00 9,689 0.25
HMouse 17 SPM17 Western 4,253,284 215,252 5.06 10,246 0.24
HMouse 18 SPM18 Western 5,326,001 183,026 3.44 6,900 0.13

SUM - - 32,205,438 1,721,758 - 38,516 -

Table S13. cDNA sequencing statistics.

aTrimmed non-adapter sequencing reads [≥20 bases, trimmed at both ends to remove low-quality sequence (quality 
score<20)].


